BHERKZEZFIR  2021,42(3):155~160

Journal of Kunming Medical University

AER s RS S AR X R R

THA, B A
(RREHXFE=ZWEERMKIN—F, =dANBER, =HARET S,
BERWEMNBERAMEETELET, =8 29 650118)

DOI: 10.12259/j.issn.2095-610X.520210336
CN 53 -1221/R

[HEEE] AR i B o 2R A5 T 46 R TR A P 2 2 R S8 A R o R AR AR i Jo 8 2 A S 2 O e v A7 1
ZE5e, IRBEDER . WO L BT TR AR A B 1) e A e A SR . A IS e B AR A I IR T A W)
AL R AT AR o BT LT o kst P s A 2, Al 88 1) A R SR O IRER 58, T RE S il S B By it
AR Y 7 3R AR SR o AT I A 25 1) 15 e A DGR e F A — £

ES: 40 I G oR i i PRE P S L S e (B

[FESES] R743.2 [CakfrER] A [XEHS]  2095-610X(2021)03 - 0155 - 06

Research Progress of The Correlation between Lung
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[ Abstract] Lung microbiome has become a hot topic in microbiome research field in recent years. Lung
mircrobiota is different between healthy people and lung cancer patients. Environmental factors, smoking, genetic
affect the lung microbiome and the development of lung cancer. Studies have found that the composition of the lower
respiratory tract microorganisms of lung cancer patients is significantly different from that of healthy people.
Therefore, improving lung microbiome to inhibit lung cancer, may promote the development of innovative strategies

for early prevention and personalized treatment in lung cancer. This article reviewed the research on the corrrelation

between lung microbiome between lung cancer.
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